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1 QEﬂXTETISNSSMNQNGMSTLSSQLDAGSRDGRSS TSSEVSTVELLHLQQQQOALQAARQLLLQQQT
1 QESATETISNSSMNONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLOQQQALQAARQLLLOQQT
1 QESATETISNSSMNONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLOQQQALQAARQLLLOQQT
1 QESATETISNSSMNONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLOQQQALQAARQOLLLOQQT
1 QESATETISNSSMNQNGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQOQQQALQOAARQLLLOQQT
1 QESATETISNSSMNQNGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQQQQALQAARQLLLOQQT
1 QESATETISNSSMNQONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLOQQQALQOAARQLLLOQQT
1 MMQESATETISNSSMNONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQQQQALQAARQLLLOQQT
1 MMQESATETISNSSMNONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQOQQQALQAARQLLLOQQT
1 MMQESATETISNSSMNONGMSTLSSQLDAGSRDGRSS|SDTSSEVSTVELLHLQQQQALQAARQLLLOQQT
R A T
71 SGLKSP ORPLQVPVSVAMMTPQOVITPOOMOQILOQQOVLSPOOLOALLOOQQAVMLOQQQLOEFYK
71 ISGLKSP. QRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPOOLOALLOQQQAVMLOQQQLOEFYK
71 ISGLKSP! QRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPQQLOALLOQQQAVMLOQQQLOEFYK
71 ISGLKSP, QRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPQQLOALLOQQQAVMLOQQQLOEFYK
71 ISGLKSP, QRPLQVPVSVAMMTPQVITPQOMOQILOQOVLSPQQLOALLOQQQAVMLOQQQLOEFY
71 ISGLKSP. QRPLQVPVSVAMMTPQVITPQOMOQILOQOVLSPQQLOALLOQQQAVMLOQQQLQEFY
71 ISGLKSP! QRPLQVPVSVAMMTPQVITPQOMOQILQQQVLSPOOLOALLOQQQAVMLOQQQLOEFY
71 ISGLKSP! QRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPOOLOALLOQQQAVMLOQQQLOEFY
71 ISGLKSP! QRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPOOLOALLOQQQAVMLOQQQLOEFY
71 ISGLKSP! QRPLQVPV TPQVITPQOMOQILOQQOVLSPQQLOALLOQQQAVMLOQQQLOEFY.
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141 KQOEQLHLOLLOOO000000000000000000000000000000000000-~HPGKQAKEQOOOQQQQ0!
141 KQQEQLHLOLLOOOO0000000000000000000000000000000000H-~~-PGKQAKEQQOQQQQQ0!
141 KQQEQLHLOLLOOO0000000000000000000000000000000000000-HPGKQAKEQOOOQQQQ0!
141 KQQEQLHLOLLOOQ00000000000000000000000000000---000POPHPGKQAKEQQQ-—~~———
-v.'-l'-'-t'c"t'-v-'c-'-'v-'-'v.'-l'-'-t'-i _'._ _'."".".L
208 [LAAQQLVFQQOOLLOMOQLOQOOQHLL LPVQSLPQAGLSPAEIQQLWKEVTGVH
208 [LAAQQOLVFQQOLLOMQQLQQQQHLL LPVQSLPQAGLSPAEIQQLWKEVTGVH
205 [LAAQQLVFQQQLLOMQOOLQOQQQHLL GOAALPVQSLPOAGLSPAEIQQLWKEVTGVH
209 [LAAQQLVFQQQOLLOMQQLQQQQHLL GOAALPVQSLPOAGLSPAEIQQLWKEVTGVH
211 [LAAQQLVFQQQLLOMOQOLOQQOHL: LPVQSLPQAGLSPAEIQQLWKEVTGVH
211 [LAAQQLVFQQQLLOMOOLOQQQOHLL LPVQSLPQAGLSPAEIQQLWKEVTGVH
209 [LAAQQLVFQQQLLOMOOLOQOQQHLL LPVQSLPQAGLSPAEIQQLWKEVTGVH
208 [LAAQQLVFQQQLLOMQOLOQQQHLL LPVQSLPQAGLSPAEIQQLWKEVTGVH
210 [LAAQQLVFQQQLLOMQOOLOQQQHLLISLO LPVQSLPQAGLSPAEIQQLWKEVTGVH
201 [LAAQOLVFQQQLLOMOOLQQQQHLLN SQSALPVOSLPQAGLSPAEIQQLWKEVTGVH
edcsscsecscssascssascsnssl a:eseascccascssascscasascseanas
278 [EDNGIKHGGLDLTTNNSSSTTS[SHTSKASPPITHHIIVNGQSSV. RDSSSHEETGASHTLYGHGVC
278 [EDNGIKHGGLDLTTNNSSSTTSSTTSKASPPITHHSIVNGQS|SV. RDSSSHEETGASHTLYGHGVC
275 [EDNGIKHGGLDLTTNNSSSTTSSTTSKASPPITHHSIVNGQS|SV. RDSSSHEETGASHTLYGHGVC
279 [EDNGIKHGGLDLTTNNSSSTTSSTTSKASPPITHHSIVNGQS|SV. RDSSSHEETGASHTLYGHGVC
281 [EDNGIKHGGLDLTTNNSSSTTSSTITSKASPPITHHSIVNGQS|SV RDSSSHEETGASHTLYGHGVC
281 [EDNGIKHGGLDLTTNNSSSTTSSTTSKASPPITHHSIVNGQS|SV RDSSSHEETGASHTLYGHGVCK
279 [EDNGIKHGGLDLTTNNSSSTTSSTTSKASPPITHHSIVNGQS|SV RDSSSHEETGASHTLYGHGVCK
278 [EDNGIKHGGLDLTTNNSSSTTS/SITSKASPPITHHSIVNGQSISV: RDSSSHEETGASHTLYGHGVCK
280 [EDNGIKHGGLDLTTNNSSSTTSSNTSKASPPITHHSIVNGQSSV. RDSSSHEETGASHTLYGHGVCK
271 [EDNGIKHGGLDLTTNISSSTTS/IITSKASPPITHHSLLNGQASV. RDSSSHEETGASHTLYGHGVCK
348 TCEDFGQOFLKHLNNEHALDDRSTAQCRVOMOVVQQLEIQLSKERERLOQAMMTHLEMRPSEPKPS
348 ICEDFGQFLKHLNNEHALDDRSTAQCRVOMQVVQQLEIQLSKERERLOQAMMTHLHMRPSEPKPS
345 ICEDFGQFLKHLNNEHALDDRSTAQCRVOMQVVQQLEIQLSKERERLOQAMMTHLHMRPSEPKPS
349 ICEDFGQFLKHLNNEHALDDRSTAQCRVOMQVVQQLEIQLSKERERLOQAMMTHLHMRPSEPKPS
351 ICEDFGQFLKHLNNEHALDDRSTAQCRVOMQOVVQQLEIQLSKERERLOQAMMTHLHMRPSEPKPS
351 ICEDFGQFLKHLNNEHALDDRSTAQCRVOMQOVVQQLEIQLSKERERLOAMMTHLHMRPSEPKPS
349 TCEDFGQFLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPS
348 TCEDFGQFLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPS
350 TCEDFGQFLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPS
341 ICEDFGQFLKHLNNEHALDDRSTAQCRVOMQOVVQQLEIQLSKERERLOQAMMTHLHMRPSEPKPS
l"'.A"A'.'."l'I"l'."l'l.'l'I""I".'l"l""l'I"l'l.'l'l""l'."li
418 [PKPLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITOGPSVITPASVPNVGAIRRRHSDKYNIPMSS
418 [PKPLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITOGPSVITPASVPNVGAIRRRHSDKYNIPMSS
415 KPLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITOGPSVITPASVPNVGAIRRRHSDKYNIPMSS
419 KPLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITOGPSVITPASVPNVGAIRRRHSDKYNIPMSS
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[KCFVRVENVKGAVWTVD YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLQAALAESSLPLLSNPGL
[KCFVRVENVKGAVWTVD YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLQAALAESSLPLLSNPGL
[KCFVRVENVKGAVWTVD YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLQAALAESSLPLLSNPGL
[KCFVRVENVKGAVWTVD YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLQAALAESSLPLLSNPGL

KCFVRVENVKGAVWTVD: YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLOQAALAESSLPLLSNPGL

KCFVRVENVKGAVWTVD: YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLQAALAESSLPLLSNPGL
KCFVRVENVKGAVWTVD:! YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLQAALAESSLPLLSNPGL
[KCFVRVENVKGAVWTVD YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLQAALAESSLPLLSNPGL
[KCFVRVENVKGAVWTVD YOKRRSQKITGSPTLVKNIPTSLGYGAALNASLQAALAESSLPLLSNPGL

[KCFVRVENVKGAVWTVD
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GLLOAVHEDLNGSLDHIDSNGNSSPGCSPQPHIHSTHVKEEPVJIAEDEDCPMSLVTTANHSPEL
GLLOAVHEDLNGSLDHIDSNGNSSPPGCSPQPHIHSTHVKEEPVIAEDEDCPMSLVTTANHSPEL
GLLQAVHEDLNGSLDHIDSNGNSS[PGCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPEL
GLLQAVHEDLNGSLDHIDSNGNSS[PGCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPEL
GLLQAVHEDLNGSLDHIDSNGNSS[PGCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPEL
GLLQAVHEDLNGSLDHIDSNGNSS[PGCSPQPHIHSIHVKEEPV[IAEDEDCPMSLVTTANHSPEL|
GLLOQAVHEDLNGSLDHIDSNGNSSPGCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPEL
GLLQAVHEDLNGSLDHIDSNGNSSPPGCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPEL
GLLQAVHEDLNGSLDHIDSNGNSSPGCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPEL
GLLOAVHEDLNGSLDHIDSNGNSSAGCSPOPHIHSTHVKEEPL{TADDEDCPMSLVTTANHSPEL

DDREIEEEPLSEDLE 713 Q8MJ98 FOXP2_PONPY
DDRETEEEPLSEDLE 713 Q5QL03 FOXP2_HYLLA
DDRETIEEEPLSEDLE 710 POCF24 FOXP2_RAT

DDREIEEEPLSEDLE 714 P58463 FOXP2_MOUSE
DDRETIEEEPLSEDLE 716 Q8MJAO FOXP2_PANTR
DDREIEEEPLSEDLE 716 Q8HZO0O FOXP2_PANPA
DDRETEEEPLSEDLE 714 Q8MJ97 FOXP2_MACMU
DDRETIEEEPLSEDLE 713 Q8MJ99 FOXP2_GORGO
DDRETEEEPLSEDLE 715 015409 FOXP2_HUMAN
EDR%LEEEPLSEDLE 706 Q4vysl FOXP2_XENLA

You may add additional sequences to this alignment (in FASTA format)
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Job information

Query

>sp|P58463 | FOXP2_MOUSE Forkhead box protein P2 0S=Mus musculus GN=Foxp2 PE=1 SV=2

MMQESATETISNSSMNQNGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQQQQALQA
ARQLLLQOQQTSGLKSPKSSEKQRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPQQOLOA
LLOQQOAVMLOOQOLOEFYKKQQEQLHLOLLOOQ0Q0Q0000000000000000000000
Q000Q000000QHPGKQAKEQQOQQQQQQLAAQOLVFQQOLLOMOQOLOOQOHLLSLORQGL
ISIPPGQAALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNNSSSTTS
STTSKASPPITHHSIVNGQSSVLNARRDSSSHEETGASHTLYGHGVCKWPGCESICEDFG
QFLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPSPK
PLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRHSD
KYNIPMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFAYF
RRNAATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIPTS
LGYGAALNASLQAALAESSLPLLSNPGLINNASSGLLQAVHEDLNGSLDHIDSNGNSSPG
CSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE

>sp|Q8MJ99 | FOXP2_GORGO Forkhead box protein P2 0S=Gorilla gorilla gorilla GN=FOXP2 PE=2 SV=1

MMQESATETISNSSMNQNGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQQQQALQA
ARQLLLQQQTSGLKSPKSSDKQRPLQVPVSVAMMTPQVITPQOMQQILQQQVLSPQQOLOA
LLOQQOAVMLOOQOQLOEFYKKQQEQLHLOLLOQO00000000000000000000000000
Q000000QQHPGKQAKEQQOQQQQQQQLAAQQLVFQQOLLOMOQLOQQQOHLLSLOROGLI
SIPPGOAALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNNSSSTTSS
TTSKASPPITHHSIVNGQSSVLNARRDSSSHEETGASHTLYGHGVCKWPGCESICEDFGQ
FLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPSPKP
LNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRHSDK
YNIPMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFAYFR
RNAATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIPTSL
GYGAALNASLQAALAESSLPLLSNPGLINNASSGLLQAVHEDLNGSLDHIDSNGNSSPGC
SPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE

>sp|Q8MJ97 |FOXP2_MACMU Forkhead box protein P2 OS=Macaca mulatta GN=FOXP2 PE=2 SV=1

MMQESATETISNSSMNQNGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQQQQALQA
ARQLLLQOQQTSGLKSPKSSDKQRPLQVPVSVAMMTPQVITPQOMQQOILQQQVLSPQQLOA
LLOQQQOAVMLOOQOQLOEFYKKQQEQLHLOLLOQOQ00000000000000000000000000
Q000000Q0Q00HPGKQAKEQQQOQQQQQQLAAQQOLVFQOOLLOMOQLOQOQHLLSLOROGL
ISIPPGQAALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNNSSSTTS
STTSKASPPITHHSIVNGQSSVLNARRDSSSHEETGASHTLYGHGVCKWPGCESICEDFG
QFLKHLNNEHALDDRSTAQCRVQOMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPSPK
PLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRHSD
KYNIPMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFAYF
RRNAATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIPTS
LGYGAALNASLQAALAESSLPLLSNPGLINNASSGLLQAVHEDLNGSLDHIDSNGNSSPG
CSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE

>sp|Q8MJAO | FOXP2_PANTR Forkhead box protein P2 OS=Pan troglodytes GN=FOXP2 PE=2 SV=1

MMQESATETISNSSMNQNGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQQQQALQA
ARQLLLQOQQTSGLKSPKSSDKQRPLQVPVSVAMMTPQVITPQOMQOQILQQQVLSPQQOLOA
LLOQQOAVMLOQQOQOLOEFYKKQQEQLHLOLLOQQ00000000000000000000000000
Q00000000000HPGKQAKEQQQQQQQQQOLARQQLVFQOQOLLOMOOL.OQOQQOHLLSLORQ
GLISIPPGQAALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNNSSST
TSSTTSKASPPITHHSIVNGQSSVLNARRDSSSHEETGASHTLYGHGVCKWPGCESICED
FGQFLKHLNNEHALDDRSTAQCRVQOMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPS
PKPLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRH
SDKYNIPMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFA
YFRRNAATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIP
TSLGYGAALNASLQAALAESSLPLLSNPGLINNASSGLLQAVHEDLNGSLDHIDSNGNSS
PGCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE

>sp|Q8MJ98 |FOXP2_PONPY Forkhead box protein P2 OS=Pongo pygmaeus GN=FOXP2 PE=2 SV=3

MMQESVTETISNSSMNQONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLOQQQALQA
ARQLLLQOQQTSGLKSPKSSDKQRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPQOLOA
LLOQOOAVMLOQOQOLOEFYKKQQEQLHLOLLOOQQQ000000000000000000000000
Q000000000HPGKOAKEQQQQQQOQQLAAQQLVFQOQOLLOMOOL.OOQOHLLSLORQGLT
SIPPGQAALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNNSSSTTSS
TTSKASPPITHHSIVNGQSSVLNARRDSSSHEETGASHTLYGHGVCKWPGCESICEDFGQ
FLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLOQAMMTHLHMRPSEPKPSPKP
LNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRHSDK
YNIPMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFAYFR
RNAATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIPTSL
GYGAALNASLQAALAESSLPLLSNPGLINNASSGLLQAVHEDLNGSLDHIDSNGNSSPGC
SPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE
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>sp|Q4VYS1|FOXP2_XENLA Forkhead box protein P2 OS=Xenopus laevis GN=foxp2 PE=2 SV=1

MMQESATETISNSSMNQONGMSTLSSQLDAGSRDGRSSSDTSSEVSTVELLHLQQQQALQA
ARQLLLQQQTSGLKSPKNNEKQRPLQVPVSMAMMTPQVITPQOMQOQILOQQVLSPQQLOA
LLOQQQAVMLOOQOQLOEFYKKQQEQLHLOLLOQQQQQ00000000000000000000000
Q000QQPQPHPGKQAKEQQQLAAQQLVFQOOLLOMOOLOQQQOHLLNLOQRQGLISIPPSQS
ALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNISSSTTSTTTSKASP
PITHHSLLNGQASVLSARRDSSSHEETGASHTLYGHGVCKWPGCENICEDFGQFLKHLNN
EHALDDRSTAQCRVQMQVVQQLEIQLSKERERLOQAMMTHLHMRPSEPKPSPKPLNLVSTV
TMSKNMLETSPQSLPQTPTTPTAPVTPLAQGPSVITPASVPNVGAIRRRHSDKYNIPMSS
EIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFAYFRRNAATWK
NAVRHNLSLHKCFVRVENVKGAVWTVDEAEYQKRRSQKITASPTLVKNIPTSLGYGAALN
ASLQAALAESSLPLLSNTGLLNNASTGLLQAVHEDLNGSLDHIDSNGNSSAGCSPQPHIH
SIHVKEEPLIADDEDCPMSLVTTANHSPELEEDRELEEEPLSEDLE

>sp|015409 | FOXP2_HUMAN Forkhead box protein P2 OS=Homo sapiens GN=FOXP2 PE=1 SV=2

MMQESATETISNSSMNQONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLOQQQALQA
ARQLLLOQQTSGLKSPKSSDKQRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPQOLOA
LLOQOOAVMLOQOOLOEFYKKQOEQLHLOLLOOQOQ000000000000000000000000
Q0000000000HPGKQAKEQQQQQOQQQOLAAQQLVFQOQLLOMOQOLOOQOHLLSLORQG
LISIPPGQAALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNNSSSTT
SSNTSKASPPITHHSIVNGQSSVLSARRDSSSHEETGASHTLYGHGVCKWPGCESICEDF
GQFLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPSP
KPLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRHS
DKYNIPMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFAY
FRRNAATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIPT
SLGYGAALNASLQAALAESSLPLLSNPGLINNASSGLLQAVHEDLNGSLDHIDSNGNSSP
GCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE

>sp|Q5QL03 |FOXP2_HYLLA Forkhead box protein P2 OS=Hylobates lar GN=FOXP2 PE=3 SV=1

MMQESATETISNSSMNONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLOQQQALQA
ARQLLLQOQQTSGLKSPKSSDKQRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPQOLOA
LLOQOOAVMLOQOQOLOEFYKKQOEQLHLOLLOOQQQ000000000000000000000000
0000000000HPGKQAKEQQOQQQOQQLAAQQLVFQOQOLLOMOOLOQQOHLLSLORQGLT
SIPPGQAALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNNSSSTTSS
TTSKASPPITHHSIVNGQSSVLNARRDSSSHEETGASHTLYGHGVCKWPGCESICEDFGQ
FLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLOAMMTHLHMRPSEPKPSPKP
LNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRHSDK
YNIPMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFAYFR
RNAATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIPTSL
GYGAALNASLQAALAESSLPLLSNPGLINNASSGLLQAVHEDLNGSLDHIDSNGNSSPGC
SPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE

>sp|Q8HZO00 | FOXP2_PANPA Forkhead box protein P2 OS=Pan paniscus GN=FOXP2 PE=2 SV=1

MMQESATETISNSSMNQONGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLOQQQALQA
ARQLLLOQQTSGLKSPKSSDKQRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPQOLOA
LLOQOOAVMLOQOOLOEFYKKQQOEQLHLOLLOOQQQ000000000000000000000000
00000000000Q0HPGKOAKEQQQQOQQQ0QLAAQOLVFQQOLLOMOQOLOQQOHLLSLORQ
GLISIPPGQAALPVQSLPQAGLSPAEIQQLWKEVTGVHSMEDNGIKHGGLDLTTNNSSST
TSSTTSKASPPITHHSIVNGQSSVLNARRDSSSHEETGASHTLYGHGVCKWPGCESICED
FGQFLKHLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLQAMMTHLHMRPSEPKPS
PKPLNLVSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRH
SDKYNIPMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFA
YFRRNAATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIP
TSLGYGAALNASLQAALAESSLPLLSNPGLINNASSGLLQAVHEDLNGSLDHIDSNGNSS
PGCSPQPHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE

>sp|POCF24 | FOXP2_RAT Forkhead box protein P2 OS=Rattus norvegicus GN=Foxp2 PE=3 SV=1

MMQESATETISNSSMNQNGMSTLSSQLDAGSRDGRSSGDTSSEVSTVELLHLQQQQALQA
ARQLLLQOQQTSGLKSPKSSDKQRPLQVPVSVAMMTPQVITPQOMOQILOQQVLSPQQOLOA
LLOQQOAVMLOOQOLOEFYKKQQEQLHLOLLOOQ0Q0Q0Q00000000000000000000
QQ0Q0QOHPGKOAKEQQOQQQOQOLAAQOLVFQOQOLLOMOOLOOQOHLLSLOCQGLISIP
PGQAALPVQSLPQAGLSPAEIQQLWKEVTGVHSQEDNGIKHGGLDLTTNNSSSTTSSTTS
KASPPITHHSIVNGQSSVLNARRDSSSHEETGASHTLYGHGVCKWPGCESICEDFGQFLK
HLNNEHALDDRSTAQCRVQMQVVQQLEIQLSKERERLOAMMTHLHMRPSEPKPSPKPLNL
VSSVTMSKNMLETSPQSLPQTPTTPTAPVTPITQGPSVITPASVPNVGAIRRRHSDKYNI
PMSSEIAPNYEFYKNADVRPPFTYATLIRQAIMESSDRQLTLNEIYSWFTRTFAYFRRNA
ATWKNAVRHNLSLHKCFVRVENVKGAVWTVDEVEYQKRRSQKITGSPTLVKNIPTSLGYG
AALNASLQAALAESSLPLLSNPGLINNASSGLLOAVHEDLNGSLDHIDSNGNSSPGCSPQ
PHIHSIHVKEEPVIAEDEDCPMSLVTTANHSPELEDDREIEEEPLSEDLE
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